Subject: 



FW: Specialized Sequence Search request 10/006,430 



Sean McGarry 73484 
AU 1635 

CM1 11E12 Mailbox 
CM1 11D07 Office 
205-7028 

10/006,430 



Dave, below is a request for the type of searches you and Karen Lacourciere have discussed. 
Should we continue to send the requests to you? 

Could run the type of specializ antisense search where you rank order the hits 
using an Excel spreadsheet to pull up short, match hits ? 

Could you please run a length limited nucleotide sequence search against nucleotides 
960-1496 and 1430-1450 (this is a subset of the previous range) of SEQ ID NO:3 that 
returns hits 8-50 nucleotides then rank orders the hits based on percent complementarity 
over the whole oligo? Please call me if there are any questions. The number of hits to 
collect in the first round would be your best judgement. Please use 80% as a cutoff 
and please search all available datbases. 
Thanks, 
Sean 
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Schfteiber, David 



From: McGarry, Sean 

Sent: Tuesday, November 04, 2003 1 1 :08 AM 
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